I was interested to read the paper by Wu B and colleagues published in the Oct 2014 issue of J Assist Reprod Genet [1] . The authors estimated reproducibility of IVF traits including number of oocytes retrieved, oocyte maturity, fertilization, embryo quality and pregnancy using the inter-class (Pearson) correlation coefficient between the repeated IVF cycle measurements for the same patient by variance component analysis [1] .
They reported that the number of oocytes retrieved from patients and their fertilization rate had the highest reproducibility coefficients (r=0.81~0.84), which indicated a very close correlation between the first retrieval cycle and subsequent IVF cycles. Oocyte maturity and number of top quality embryos had middle level reproducibility (r=0.38~0.76) and pregnancy rate had a relative lower reproducibility (r=0.230
.27) [1] . This result has nothing to do with reliability analysis and actually is one of the common mistakes [2] [3] [4] . Figure 1 shows non reproducibility illustrated by dotted line; however, we will get high correlation coefficients in all situations (r>0.8). It is important to know that concluding reproducibility in such situations is a common mistake.
They concluded that their results allow them to predict future IVF cycle outcomes. For prediction studies, we need two different cohort data set or at least one splited cohort dataset to develop our prediction model and then to validate our model [2, 3, 5] . Such a conclusion may lead to a misleading message; therefore, mismanagement of the patients cannot be avoided [3] [4] [5] [6] . 
